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Supplementary Figure 13 Deletion of Tbx4 in NG2 expressing cells has no impact on
fibrosis. (A) Strategy for inducible deletion of Tbx4 expression in NG2+ cells. NG2-
CreER;Tbx4flox/fox mice were used in these experiments. The above mentioned transgenic
mice and their WT littermates (8 - 16 weeks old) were treated with bleomycin (2.5U/kg),
followed by 5 doses of tamoxifen (0.2 mg/g/injection) every other day starting on d7. The
lungs were collected for hydroxyproline content determination on d21. (B) Targeting Tbx4
expression in NG2+ cells have no effect on lung fibrosis (means+ SEM, ***p < 0.001, One-
way ANOVA with Bonferroni test; uninjured littermate control, n = 6, bleo littermate control, n
= 22, NG2-CreER;Tbx4flox/fox bleo, n = 20). Hydroxyproline content values were expressed
as percentage of control, which is set to 100%.
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Supplementary Table 1 Tbx4 response mesenchymal genes

Gene symbol |Fold Change
Acta?2 1.34497
Acta?2 2.60271
Acta2 5.88333
Adam12 3.10439
Adam12 2.72716
Col1a2 1.90932
Col3a1 1.92797
Col4a1 2.04113
Col4a1 1.64705
Col4a2 1.90476
Col4a5 3.9369
Col4a5 2.98105
Col4ab 1.54582
Col5a1 1.87582
Col5a1 1.83045
Col5a2 2.08097
Col5a2 1.54845
Col6a1 1.74991
Col6a2 2.23893
Col6a2 1.83583
Col6a3 1.98669
Des 2.09765
Fgf10 2.92405
Fgf7 3.07114
Fgof7 297177
Has2 3.39511
Has2 2.7951
Mmp10 2.41523
Mmp11 1.55259
Mmp8 2.87054
Pdgfra 7.36035
Pdgfra 2.79731
Pdgfra 2.44939

Selected up-regulated mesenchymal genes in response to Tbx4. This table
was extracted from the Affymetrix array data which Tbx4+ and Tbx4- cells were
sorted from Tbhx4-Cre'®;RosaTm uninjured mouse lung fibroblasts in culture. The
Tbx4+ and Tbhx4- cells were pooled from 4 — 5 mouse lungs. The data were
expressed as fold changes (Tbx4+ / Tbx4-).
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Supplementary Table 2 Tbx4 response mesenchymal transcription factors

Gene symbol [Fold Change
Ebf1 2.16171
Ebf1 2.05805
Ebf1 1.60298
Gata2 2.29148
Gata2 2.03642
Gata3 1.75008
Gata4 1.63537
Gata4 1.53031
Gatab 1.51172
Hmga1/

mgai-rs1 1.67734
Hmga2 1.74949
Hmga2 1.51195
Pax3 2.91327
Pax3 1.68831
Pax3 1.53283
Smad1 1.94011
Smad?2 1.62282
Smad3 2.52619
Smad3 1.78529
Smad5 1.82761
Smad5 1.68113
Smad7 2.28324
Snai1 4.75153
Snai2 4.07267
Snai2 2.70444
Sox11 9.35873
Sox11 3.36148
Sox11 2.66943
Sox11 1.77601
Sox11 1.73816
Sox13 1.58862
Sox4 3.20981
Sox4 1.81122
Sox5 2.44708
Sox5 1.93192
Sox9 1.66698
Tbx18 3.53064
Tbx18 1.89916
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Thx2 2.59443
Thx3 4.81164
Thx3 3.41996
Thx3 2.56435
Thx3 2.18837
Thx4 3.0827

Thx4 1.97045
Thx5 5.52309
Thx5 2.17176

Relative expression of selected up-regulated mesenchymal transcription
factors in response to Tbhx4. This table was extracted from the same Affymetrix
array data from table 1. The data were expressed as fold changes (Tbx4+ /
Tbx4).
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Supplementary Table 3 Tbx4 response TGF- family members

TGF-p and TGFBR
expression in Tbx4+ vs
Tbhx4-

Tgfb1 -1.57093
Tgfb1 -1.11491
Tgfbr1 -2.24829
Tgfbr1 -2.02172
Tgfbr1 -1.49873
Tgfb2 1.29553
Tgfb2 1.62409
Tgfb2 211194
Tgfbr2 1.13563
Tgfbr2 1.97274

Relative expression of selected TGF-f§ family members in response to
Tbx4. This table was extracted from the same Affymetrix array data from table 1.
The data were expressed as fold changes (Tbx4+ / Tbx4).
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